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<DataBody>

<DataVector Id="“v1” Access="al” Protocol="b1l”

Query=“cl” PostProcessing="d1” />

</DataBody>
External DataVector

<Appendix>
<Access Id="al” IP="131.113.65.1" Userld="anonymous” />
<Protocol Id="b1” Physical="tcp”>
<JDBC DatabaseServer=131.113.65.1" DatabaseName=“KobeQuake"/>
</Protocol>
<Query =“cl” Type="SQL">select date from kobequake</Query>
<ScanFormat Id="d1"> %*s,%s,%*s </ScanFormat>

</Appendix>
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